commercially available milk and milk products. MLVA genotyping shows that this is the result of the 23 presence of a predominant C. burnetii genotype in the dairy cattle population. 24 25 Q fever is a zoonosis caused by the pathogen Coxiella burnetii which is prevalent throughout 26 the world (1). Ruminants (sheep, goats and cattle) are often asymptomatic carriers of C. burnetii and 27 are considered to be a source of infection to humans (1). C. burnetii can cause abortion in small 28 ruminants such as sheep and goats and may cause reproductive disorders in cattle (7). Huge numbers 29 of C. burnetii can be released into the environment via birth products (6). Lower numbers are usually 30 shed in milk, even in asymptomatic herds (2, 3, 4, 5, 8, 9) . Although consumption of raw or 31 insufficiently pasteurized milk is very rarely identified as a source of Q fever infection, asymptomatic 32 cattle herds can be considered potential C. burnetii reservoirs capable of transmitting the disease to 33 humans.
34
We applied real-time PCR, targeting the multicopy IS1111a insertion element of C. burnetii as 35 described earlier (11), and a 6-locus Multiple Locus Variable number tandem-repeat Analysis
36
(MLVA) panel (12) to a broad range of milk and milk-products with the aim to determine the 37 prevalence and genotypes of C. burnetii in milk (Table 1 
57
The MLVA genotypes were compared to an in-house database containing 57 different C. 
